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ENTERED 



4 <110> APPLICANT: Wei, Dong 

5 Ha lenbeck , Robe r t 

6 Williams, Levis T. 

8 <120> TITLE OF INVENTION: NOVEL 

9 STRESS RESPONSE 

11 <130> FILE REFERENCE: 200130.4 71/1561.003 

13 <14 0> CURRENT APPLICATION NUMBER: 09/54 4,77 6 

14 <141> CURRENT RILING DATE: 200 0-04-07 
16 <16 0> NUMBER OF SEQ ID NOS : 11 

.18 <17 0> SOFTWARE: FastSEQ for Windows Version 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 2240 

22 <212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<4 0()> SEQUENCE: .1 
cgtcaccaca gtaggtccet cggctcagtc 

gagacgcggc 
gaayacctgg 
gcg t tcaagt; 
gaggaggacg 
gggctg tccg 
ggaaa tgact 
ocggagcggc 
ccgc tg tctg 
cygcctcccc 
ecagccccgg 
tcgggctcag 
t ttggtgcca 



23 
25 

2 6 
27 
2ft 
29 
30 
31 
32 
33 
34 

3 5 
36 
37 
38 
39 
40 
41 
42 

4 3 
44 
4 5 
46 
4 7 
48 
4 9 
50 
51 
52 
53 
54 
55 
56 
57 



PROTEIN ASSOCIATED WITH CELL 



4.0 



ocacaaccgc ccgcggctct 
atctccaccc tccagccatg 



ggcccagccc 
occggcggog 
accagtctcc 



ctctcagtcc t.ccccaaccc 
g c g g c a g c a g c t g c a g c a t c 



tctggtc teg 



yoeesceccg 
aggaagaaga 
tggagaggaa 
gcgcgcccct 
cggccgctcc 



gccgcagccc 
ggaggaggaa 
gcccgccgcc 
gatggacttc 
ccccgtcgcc 



a c ca g t tc g t g ag y ga g coo 
aggacgaaga cctggaggag 



cgaccgtgcc cgcgccatcc 
aggacgacga gcctccggcc 



cagagcccg t 
cgcccaagcg 
ttaagaagac 
Lcagcattgt 
ttaggata ta 



ytgyaccceg 
caqgggctcc 
tgyagtggtg 
gagegtaaca 
caagggtgtg 



eggececagt 
tcgt.gccgcc 
aycogtcttg 
ctgocgcagL 
ctcctccccc 
ctcccgecgc 
tggt.tgttga 
ycetattcct 
gectacattg ccttggccct 
atceaagcta tccagaaatc 



geccaocgcc 
gyegoccogy 
ggacccgagc 
c Lege cc tec 
ggccagcgtg 



tcctcggaca 
gaggaeyagg 
c tggaggtgc 
cctgccgccg 
ygacecctgc 
ccggtgtcg t 
aagc tccctg 
agcccccagg 



gcccccctcc accecggccg 
cctcctgtac tggagagaca 
g c tg c 1 1 tea t. Lg a c a g t a t 
gctctctgtg accatcagct 
agatgaaggc eacocattca 



gggcatatct ggaatctgaa gttgetatat ctgaggagtt ggtteagaay tacagtaatt 



ctgctcttgg tcatgtgaac tgcacgataa aggaact:cag 
atttagtLga ttctetgaag tttgcagtgt tgatgtyggt 
tgtttaatgg tctgacacta ctgatLttgg ctctcatttc 
tttatgaacg gcatcaggea eagatagatc attatetagg 
aagatgetat ggctaaaatc caagcaaaaa tccctqgatt 
aacgcccaaa ataattiagta ggagttcatc tttaaagggg 
gggagggtca gggaagaacg aaccLtgacg tLgcagtgca 
atetttattt ttagccatgc actgttgtga ggaaa a a tta 



geg octette 
a tttaccta t 
aetcttcag t 
acttgeaaat 
gaagcgcaaa 



ttagttgatg 
gttgg tgect 
g ttcctgtta 
aagaatgtta 
gctgaatgaa 



atattcattt gattataegg 
gtttcacaga tcgttgtlag 
cctgtcttga ctgccatgtg 
Ltcatoatct LaagtaLtgt aagctgetat gtatggattl aaaccgtaat catatctLtL 
tcctatctga ggcactggtg gaataaaaaa cctgtatatt 
ttgeoycate ttygcaagtt gcagagatgg Ugyagctaga 
t; 1 1 c a g 1 1 1 g t g c a c t g t g t a tg g t c eg t g tag a 1 1 g a tg 
gtttgttitag acgagatcaL aceggtaaag caggaatgac 
gttctaggtg tattgLgact tttactgtta tattaattgc 
tatat.atyta tagtgtttca caaagottag accttt.acct 



ttactttgtt gcagataytc 
aaaaaaaaaa aaaaaycccL 



caga ttttct 
aangcttget 



gaaatgaaat 
tttclggtat 



caatataagt aaatatagat 
tec a g c c a c c c c a ca g tg c t 
tgatatttca gagtcagtca ttggttatac atgtgtagtt ccaaagcaca taagctagaa 



60 
120 
180 
240 
300 
36 0 
4 20 
480 
54 0 
600 
660 
720 
78 0 
84 0 
90 0 
960 
1020 
1080 
114 0 
12 00 
126 0 
1320 
1380 
144 0 
150 0 

15 6 0 

16 20 
16 80 
1740 
1800 
I860 
1920 
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58 gaagaaatat ttctaggagc actaccatct gttttcaaca Lgaaatgcca cacacataga .19 80 

59 actccaacaa catcaatttc attgcacaga ctgactgtag ttaattttgt cacagaatcL 2040 

60 atggactgaa tctaatqctt ccaaaaatgt tgtttgtttg caaatatcaa acattgttat 2100 
6.1 gcaagaaatt attaattaca aaatgaagat ttataccatt gtggtttaag ctgtactuaa 2160 

62 ctaaatctgt ygaatgcatt gtgaactgta aaagcaaagt atcaataaag cttatagact 2 2 20 

63 taaaaaaaaa aaaaaaaaaa 22 4 0 

65 <210> 3EQ ID NO: 2 

66 <2l:l> LENGTH: 3 73 

67 <212> TYPE: PRT 

68 <213> ORGANISM: Homo sapien 

70 <4 00> SEQUENCE: 2 

71 Met Glu Asp Leu Asp Gin Ser Pro Leu Vat Ser Ser Ser Asp Ser Pro 

72 1 5 10 .15 

73 Pro Arg Pro Gin Pro Ala Phe Lys Tyr Gin Phe Val Arg Glu Pro Glu 

74 " 20 25 30 

75 Asp Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Glu Asp 

76 35 40 45 

77 Leu Glu Glu Leu Glu Val Leu Glu Arg Lys Pro Ala Ala Gly Leu Ser 

78 50 55 60 

79 Ala Ala Pro Val Pro Thr Ala Pro Ala Ala Gly Ala Pro Leu Met Asp 

80 65 70 75 80 

81 Phe G.ly Asn Asp Phe val. Pro Pro A.la Pro Arg Gly Phe Leu Pro Ala 

82 85 90 95 

8 3 Ala Pro Pro Val Ala Pro Glu Arg Gin Pro Ser Trp Asp Pro Ser Pro 

84 100 105 110 

85 Val Ser Ser Thr Val Pro Ala Pro Ser Phe Leu Ser Ala Ala Ala Val 

86 115 120 125 

87 Ser Pro Ser Lys Leu Pro Glu Asp Asp Glu Pro Pro Ala Arg Pro- Pro 

88 130 135 140 

89 Pro Pro Pro Pro Ala Ser Val Ser Pro Gin Ala Glu Pro Val Trp Thr 

90 14 5 15 0 155 16 0 

91 Pro Pro Ala Pro Ala Pro Ala Ala Pro Pro Ser Thr Pro Ala Ala Pro 

92 165 170 175 

93 Lys Arg Arg Gly Ser Ser Gly Ser Val Val Val Asp Leu Leu Tyr Trp 

94 " 180 185 190 

95 Arg Asp Tie Lys Lys Thr Gly val Val Phe Gly Ala Ser Leu Phe Leu 

96 -195 200 205 

97 Leu Leu Ser Leu Thr Val Phe Ser He Val Ser Val Thr A.la Tyr He 

98 210 215 220 

99 Ala Leu Ala Leu Leu Ser Val Thr He Ser Pro Arg lie Tyr Lys Gly 

100 225 230 235 240 

101 Val He Gin Ala He Gin Lys Ser Asp Glu Gly His Pro Phe Arg Ala 
102. 24 5 250 255 

103 Tyr Leu Glu Ser Glu Val Ala He Ser Glu Glu Leu Val Gin Lys Tyr 

104 260 265 270 

105 Ser Asn Ser Ala Leu Gly His Val Asn Cys Thr He Lys Glu Leu Arg 

106 275 280 285 

107 Arg Leu Phe Leu Val Asp Asp Leu Val Asp Ser Leu Lys Phe Ala Val 
103 290 295 300 
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109 


Leu 


Met 


Trp 


Val 


Phe 


Thr 


Tyr 


Val 


Gly 


Ala 


Leu 


Phe 


Asn 


Gly 


Leu 


Thr 


110 


305 










310 










315 










320 


1:1 1 


Leu 


Leu 


He 


Leu 


Ala 


Leu 


He 


Ser 


Leu 


Phe 


Ser 


Val 


Pro 


Val 


Tie 


Tyr 


112 










3 25 










330 










33 5 




113 


Glu 


Arg 


His 


Gin 


Ala 


Gin 


He 


Asp 


His 


Tyr 


Leu 


Gly 


Leu 


Ala 


Asn 


Lys 


114 








340 










34 5 










350 






115 


As n 


Va 1 


Lys 


Asp 


Ala 


Met 


Ala 


Lys 


lie 


Gin 


Ala 


Lys 


lie 


Pro 


Gly 


Leu 


116 






355 










360 










365 








117 


Lys 


Arg 


Lys 


Ala 


Clu 

























118 370 

120 <210> SEQ ID NO: 3 

121 <211> LENGTH: 25 

12 2 <212> TYPE: RNA 

.12 3 <213> ORGANISM: Artificial Sequence 

125 ^220> FEATURE: 

126 <223> OTHER INFORMATION: Antisense oligonucleotide 

128 <400> SEQUENCE: 3 

129 cuggauagcu uggaucacac ccuug 

131 <210> SEQ TD NO: 4 

132 <211> LENGTH: 2 5 

13 3 <212> TYPE: RNA 

134 <213> ORGANISM: Artificial Sequence 
13 6 <220> FEATURE: 

13 7 <22 3> OTHER INFORMATION : Antisense oligonucleotide 
139 <4 00> SEQUENCE: 4 

1.4 0 caacuucagg auuccagaua uyccc 

14 2 <21.0> SEQ ID NO: 5 
14 3 <211> LENGTH: 24 
14 4 <212> TYPE: RNA 

14 5 <213> ORGANISM: Artificial Sequence 
14 7 <220> FEATURE : 

148 <223> OTHER INFORMATION: Antisense oligonucleotide 

150 <4 00> SEQUENCE: 5 

151 auuccaccag ugccucagau agga 
.15 3 <210> SEQ ID NO: 6 

.154 <211> LENGTH: 24 

155 <212> TYPE: RNA 

156 <213> ORGANISM: Artificial Sequence 
.15 8 <220> FEATURE: 

1.5 9 <22 3> OTHER INFORMATION: Antisense oligonucleotide 

161 <400> SEQUENCE: 6 

162 augaucuauc ngugccugau gccg 
164 <210> SEQ ID NO: 7 

.1.6 5 <211> LENGTH: 356 

166 <212> TYPE: PRT 

167 <213> ORGANISM: Homo sapiens 
169 <4 00> SEQUENCE: 7 

17 0 Met Ala Ala Glu Asp Ala Leu Pro Ser Gly Tyr Val Ser 
171 1 5 10 
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25 



24 



Phe Gl.y His 
15 
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172 


Val 


Gly 


Gly 


Pro 


Pro 


Pro 


Ser 


Pro 


Ala 


Ser 


Pro 


Ser 


He 


Gin 


Tyr 


Ser 


173 








20 










25 










30 






174 


Tie 


Leu 


Arg 


Glu 


Glu 


Arg 


Glu 


Ala 


Glu 


Leu 


Asp 


Ser 


Glu 


Leu 


He 


He 


175 






35 










40 










4 5 








176 


Glu 


Ser 


Cys 


Asp 


Ala' 


Ser 


Ser 


Ala 


Ser 


Glu 


Glu 


'Ser 


Pro 


Lys 


Arg 


Glu 


177 




50 










55 










60 










178 


Gin 


Asp 


Ser 


Pro 


Pro 


Met 


Lys 


Pro 


Se r 


Ala 


Leu 


Asp 


Ala 


He 


Arg 


Glu 


17 9* 


6 5 










70 










75 










80 


180 


Glu 


Thr 


Gly 


Va 1 


Arg 


Ala 


Glu 


Glu 


Arg 


Ala 


Pro 


Ser 


Arg 


Arg 


Gly 


Leu 


181 










85 










90 










95 




182 


Ala 


Glu. 


Pro 


Gly 


Ser 


Phe 


Leu 


ASp 


Tyr 


Pro 


Ser 


Thr 


Glu 


Pro 


Gin 


Pro 


18 3 








100 










105 










110 






184 


Gly 


Pro 


Glu 


Leu 


Pro 


Pro 


Gly 


Asp 


Gly 


Ala 


Leu 


Glu 


Pro 


Glu 


Thr 


Pro 


185 






115 










120 










125 








186 


Met 


Leu 


Pro 


Arc} 


Lys 


Pro 


Glu 


Glu 


Asp 


Ser 


Ser 


Ser 


Asn 


Gin 


Ser 


Pro 


187 




130 










135 










140 










188 


Ala 


Ala 


Thr 


Lys 


Gly 


Pro 


Gly 


Pro 


Leu 


Gly 


Pro 


Gly 


Ala 


P ro 


Pro 


Pro 


189 


145 










150 










155 










160 


.190 


Leu 


Leu 


Phe 


Leu 


Asa 


Lys 


Gin 


Lys 


Ala 


He 


Asp 


Leu 


Leu 


Tyr 


Trp 


Arg 


191 










165 










170 










175 




192 


Asp 


lie 


Lys 


Gin 


Thr 


Gly 


He 


Val 


Phe 


Gly 


Ser 


Phe 


Leu 


Leu 


Leu 


Leu 


19 3 








.180 










18 5 










190 






:i 94 


Phe, 


Ser 


Leu 


Thr 


Gin 


Phe 


Ser 


Va 1. 


Val 


Ser 


Val 


Val. 


Ala 


Tyr 


Leu 


Ala 


195 






195 










200 










20 5 








19 6 


Leu 


Ala 


Ala 


Leu 


Ser 


Ala 


Thr 


Tie 


Ser 


Phe 


Ax-g 


He 


Tyr 


Lys 


Ser 


Val 


197 




210 










215 










220 










1.98 


Leu 


Gin 


Ala 


Val 


Gin 


Lys 


Thr 


Asp 


Glu 


Gly 


His 


Pro 


Phe 


Lys 


Ala 


Tyr 


.1.99 


225 










230 










23 5 










24 0 


200 


Leu 


Glu 


Leu 


Glu 


He 


Thr 


Leu 


Ser 


Gin 


Gl u 


Gin 


He 


Gin 


Lys 


Ty r 


Thr 


201 










245 










250 










255 




202 


Asp 


Cys 


Leu 


Gin 


Phe 


Tyr 


val 


Asn 


Ser 


Thr 


Leu 


Lys 


Glu 


Leu 


Arg 


Arg 


203 








260 










265 










270 






204 


Leu 


Phe 


Leu 


Val 


Gin 


Asp 


Leu 


Va 1 


Asp 


Ser 


Leu 


Lys 


Phe 


Ala 


Va 1 


Leu 


205 






275 










280 










285 








206 


Me t 


T r:p 


Leu 


Leu 


Thr 


Tyr 


Val 


Gly 


Ala 


Leu 


Phe 


Asn 


Gly 


Leu 


Thr 


Leu 


207 




290 










29 5 










300 










208 


Leu 


Leu 


Met 


Ala 


Val 


Val 


Ser 


Met 


Phe 


Thr 


Leu 


Pro 


Val 


Val 


Tyr 


Val 


209 


305 










310 










315 










320 


210 


Lys 


H LS 


Gin 


Ala 


Gin 


He 


Asp 


Gin 


Tyr 


Leu 


Gly 


Leu 


Val 


Arg 


Thr 


His 


21.1 










325 










330 










335 




2.1 2 


Tie 


Asa 


Ala 


Val 


Val 


Ala 


Lys 


Tie 


Gin 


Ala 


Lys 


He 


Pro 


Gly 


Ala 


Lys 


213 








340 










34 5 










350 






214 


Arg 


His 


Ala 


Glu 


























215 






355 




























2.17 


<210> SEQ ID NO: 


8 
























218 


<211> LENGTH 


[; 371 
























219 


<212> TYPE: 


PRT 


























220 


<213> ORGANTSM; 


Homo sapiens 


















222 


<4 00> SEQUEN 


ICE : 


8 
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22 3 


Met 


Glu 


Asp 


Leu 


Asp 


Gin 


Ser 


Pro 


Leu 


Va 1 


Ser 


Ser 


Ser 


Asp 


Ser 


Pro 


224 


1 








5 










10 










] 5 




225 


Pro 


Arg 


Pro 


Gin 


Pro 


Ala 


Phe 


Lys 


'17 r 


Gin 


Phe 


Val 


Arq 


Glu 


Pro 


Glu 


226 








20 










25 










30 






227 


Asp 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Gi u 


Glu 


Glu 


Glu 


Asp 


Glu 


Asp 


Glu 


Asp 


228 






35 










40 










45 








229 


Leu 


Glu 


Glu 


Leu 


Glu 


Val 


Leu 


Glu 


Arg 


Lys 


Pro 


Ala 


Ala 


Gly 


Leu 


Ser 


230 




50 










5 5 










GO 










231 


Ala 


Ala 


P ro 


Va 1 


Pro 


Thr 


Ala 


Pro 


Ala 


Ala 


Gly 


Ala 


Pro 


Leu 


Me t 


Asp 


232 


65 










70 










75 










80 


2 33 


Plie 


Gly 


Asn 


Asp 


Phe 


val 


Pro 


Pro 


Ala 


Pro 


Arg' 


Gly 


Pro 


Leu 


Pro 


Ala 


234 










85 










90 










95 




2 3 5 


Aid 


Pro 


Pro 


Va 1 


Ala 


Pro 


Glu 


Arg 


Gl n 


Pro 


Se r 


Trp 


Asp 


Pro 


Ser 


Pro 


230 








100 










J 05 










110 






237 


Veil 


Sex- 


Ser 


Tlir 


Val 


Pro 


Ala 


Pro 


Ser 


Pro 


Leu 


Ser 


Ala 


Ala 


Ala 


Val 


2 38 






.1 1 5 










120 










12 5 








23 9 


Ser 


Pro 


Ser 


Lys 


Leu 


Pro 


Glu 


Asp 




Glu 


Pro 


Pro 


Aid 


Arg 


Pro 


Pro 


240 




130 










135 










1.4 0 










241 


Pro 


Pro 


Pro 


Pro 


Ala 


Ser 


Val 


Ser 


Pro 


Gin 


Ala 


Glu 


Pro 


Val 


Trp 


Thr 


24 2 


14 5 










150 










15 5 










160 


24 3 


Pro 


Pro 


Ala 


Pro 


Ala 


Pro 


Ala 


Ala 


Pro 


Pro 


Ser 


Thr 


Pro 


Al a 


Ala 


Pro 


244 










16 5 










170 










175 




2 4 5 


Lys 


Arg 


Arg 


Gly 


Ser 


Ser 


Gly 


Ser 


Val 


Va 1. 


Val 


Asp 


Leu 


Leu 


Tyr 


Trp 


246 








180 










185 










190 






24 7 


Arg 


Asp 


He 


Lys 


Lys 


Thr 


Gly 


Val 


Val 


Phe 


Gly 


Ala 


Ser 


Leu 


Phe 


Le u 


248 






19 5 










200 










205 








24 9 


Leu 


Leu 


Ser 


Leu 


Thr 


Val 


Phe 


Ser 


He 


Va 1 


Ser 


Val 


Thr 


Ala 


Tyr 


He 


250 




210 










215 










22 0 










2 51 


Ala 


Leu 


Ala 


Leu 


Leu 


Ser 


Val 


Thr 


He 


Ser 


Phe 


Arg 


He 


Tyr 


Lys 


Gly 


252 


225 










230 










235 










24 0 


253 


Val 


I le 


Gin 


Ala 


He 


Gin 


Lys 


Ser 


Asp 


Glu 


Gly 


His 


Pro 


Phe 


Arg 


Ala 


254 










245 










250 










255 




255 


Tyr 


Leu 


Glu 


Ser 


Glu 


Val 


Ala 


He 


Ser 


Gl u 


Glu 


Leu 


Val 


Gin 


Lys 


Tyr 


256 








260 










26 5 










270 






257 


ser 


Asn 


Ser 


Ala 


Leu 


Gly 


His 


Val 


Asn 


Cys 


Thr 


He 


Lys 


Glu 


Leu 


Arg 


258 






275 










280 










285 








2 59 


Art) 


Leu 


Phe 


Leu 


Val 


Asp 


Asp 


Leu 


Val 


Asp 


Ser 


Le u 


Lys 


Phe 


Ala 


Val 


26 0 




290 










295 










300 










261 


Leu 


Met 


Trp 


Val 


Phe 


Thr 


Tyr 


Va 1 


Gly 


Ala 


Leu 


Phe 


Asn 


Gly 


Le u 


Thr 


26 2 


305 










310 










315 










320 


2,6 3 


Leu 


Leu 


He 


Leu 


Al a 


Leu 


He 


Ser 


Leu 


Phe 


Ser 


Val 


Pro 


Val 


He 


Tyr 


264 










325 










3 30 










335 




265 


Glu 


Arg 


His 


Gin 


Ala 


Gin 


He 


Asp 


His 


Tyr 


Leu 


Gly 


Leu 


Ala 


Asn 


Lys 


266 








340 










345 










350 






267 


Asn 


Va ]. 


Lys 


Asp 


Ala 


Met 


Ala 


Lys 


lie 


Gin 


Ala 


Lys 


He 


Pro 


Gly 


Leu 


268 






3 55 










360 










365 








269 


Lys 


Arcj 


Lys 




























270 




370 






























272 


<210> SE'Q ID NO: 


9 
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